
648 gene panel focused on actionable mutations by DNA sequencing 

•	 Specimen: tumor and matched normal (peripheral blood or saliva)
•	 Single nucleotide variants, indels, and copy number variants are detected in 648 genes
•	 Genomic rearrangements are detected on 23 genes by DNA sequencing (others detected by RNA sequencing)
•	 Microsatellite instability status and tumor mutational burden are included in the xT report
•	 Average coverage ~ 500x

Full transcriptome by RNA sequencing 

•	 Specimen: tumor or heme
•	 Unbiased gene rearrangement detection from fusion transcripts and research use only expression changes
•	 Sequenced at a minimum of 25 million reads, average 50 million reads
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* Includes promoter region

**Genes in which incidental germline findings are reported 

In addition to reporting on somatic variants, when a normal sample is provided, Tempus reports germline 
incidental findings on a limited set of variants within genes selected based on recommendations from the 
American College of Medical Genetics (ACMG) and published literature on inherited cancer syndromes. 
† Exons and select intronic regions only. Detailed list provided upon request.  
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